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Temperature Score

0 pt: AT <+1

Day T°C AT® 1 pt: 1<AT°<1.7

2 pts: 1.7<AT°<2.2
3 pts: AT°>+2.2

Weight loss Score
0 pt: AW<5.4%
Day weight A weight | 1 pt: 5.4%<AW<7.5%
(kg) 2 pts: 7.5%<AW<10%

5 pts: A10>10%

Bleeding Score

0 pt: nothing remarkable (NR)

3 pts: bleeding

Petechiae Score

0 pt: NR
Petechiae % of body 1 pt: 1% to 19%

2 pts: 20% to 49%
3 pts: > 49%
Stool Score

0 pt: NR

1 pt: loose stool

2 pts : diarrhea

5 pts: mucous and fibrinous diarrhea

Responsiveness Score

0 pt: normal activity

2 pts: general loss in tone, sightly slow in motion

4 pts: more often seated than perched, still
interacts with its environment

6 pts: weak, stays seated and seeks isolation.
Decreased interactions with its environment.
Difficulty moving and reflexes reduced.

10 pts: prostration and no more interaction with
the environment.

Dehydration Score
0 pt: NR
1 pt: dehydration
TOTAL SCORE Euthanasia if total score 215*

Table S1. Scoring and endpoints for animal studies. Euthanasia was also performed when
an animal reached one of the following endpoints: strong prostration, body temperature below

35.8 °C, no awakening at 150 minutes post anesthesia, or if the animal was moribund.
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Supplementary Figure 1. Biochemical analyses of plasma samples from cynomolgus monkeys after LASV
challenge. Analysis of lactate dehydrogenase (LDH), albumin (ALB), and urea plasma concentrations during the
course of LASV infection. Individual data are presented for each monkey. Source data are provided as a Source

Data file.
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Supplementary Figure 2. LASV replication in nasal and oral swabs of cynomolgus monkeys after LASV
challenge. Quantification of (A) infectious LASV titers (in FFU per milliliter) and (B) LASV viral loads (in RNA
copies/mL), measured in nasal and oral swabs collected over the course of LASV infection in unvaccinated control
animals (CT), animals vaccinated 16 days (D-16) or 8 days (D-8) before the LASV challenge, or animals vaccinated
one hour after the LASV challenge (H+1). Individual data are presented for each animal. Source data are provided
as a Source Data file.
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Supplementary Figure 3. Gating strategy for intracellular cytokine staining analysis. The gates used to
quantify IFNy-producing and CD154- or CD137-expressing T cells are presented for an unstimulated sample from
an immunized animal (a) and for the same sample stimulated with LASV GPC peptides (b). FSCint/FSCtof was
used to select singlets (singlets gate). Then, dead cells are excluded using live-dead staining (live gate).
Lymphocytes were selected using FSCint/SSCint parameters (PBMC gate). CD3+ T cells were selected among
PBMCs (CD3+ gate). Then, CD4+ and CD8+ T cells were selected using CD4/CD8 staining (CD4+ and CD8+
gates). Finally, the percentage of IFNy-producing and CD154-expressing CD4+ and CD137-expressing CD8+ T
cells is determined using a quadrant in the IFNy/CD154 and IFNy/CD137 dot plots.
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Supplementary Figure 4. Blood counts after LASV challenge. Numbers of CD4* and CD8* T cells, NK cells,
B cells, monocytes, granulocytes, and CD10- neutrophils per microliter of whole blood according to the time after
the LASV infection measured by flow cytometry. Data are presented as mean values +/- SEM of n=3 independent
samples. Source data are provided as a Source Data file.
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Supplementary Figure 5. Gating strategy for T cell phenotype analyses. The gates used to quantify the
different populations of CD4+ and CD8+ according to the memory phenotype are presented. FSCint/FSCtof was
used to select singlets (singlets gate). PBMCs were selected using FSCint/SSCint parameters (PBMC gate). CD3+
T cells were selected among PBMCs (CD3+ gate). Then, CD4+ and CD8+ T cells were selected using CD4/CD8
staining (CD4+ and CD8+ gates). Finally, the percentage of CD45RA, CD27, and CD28 expression by CD4+ and
CD8+ T cells is presented. The same strategy was used for analysis of CD69, CD134, CD279, NKp80, Ki67, GrzB,
and perforin expression.
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Supplementary Figure 6. Evolution of CD8* and CD4* T-cell subtypes during the course of LASV infection.
(A) Number of cells for CD8" T-cell memory subtypes per microliter of whole blood according to the time after
LASV infection measured by flow cytometry. Data are presented as mean values +/- SEM of n=3 independent
samples. (B) Number of cells for CD4* T-cell memory subtypes per microliter of whole blood according to the time
after LASV infection measured by flow cytometry. Data are presented as mean values +/- SEM of n=3 independent
samples. Source data are provided as a Source Data file.
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Supplementary Figure 7. Evolution of the cell-type composition estimates in PBMC samples over time
based on transcriptome data. The inferred proportion of 22 cell types in PBMC samples collected at various time
points after the LASV infection.
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