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Fig. 2 Solid-state NMR (ssNMR) characterization of HELLF(209-277) fibrils. A.618 
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Fig. 3 Solid-state NMR structure of HELLF(209-277) amyloid assembly. A.633 
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Fig. 4 HELLF(209-277) amyloid fold presents strong similarity with HET-s(218-289), 644 



 23 

while the two prion domains lack in vivo cross-seeding. A. 645 

B-C.  646 

647 

B648 

C649 

650 

D.651 

652 

653 

E. 654 

655 

656 

657 

 658 

 659 

 660 
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