Realm Kingdom Phylum Class Order Family Genome
Lenarviricota  Alassoviricetes  Levivirales Botourmiaviridae, OuMV FE— ) WD -ER—
Mitoviridae* CpMV1 R RARP I
r .. . Amalgaviridae, STV
Duploviricetes  Durnavirales Partitiviridae BCV1 IR -
Picornavirales  Secoviridae CPMV Rl BCPd  BIRGEN - | [
Pisuviricota Pisoniviricetes . .
Sobelivirales Solemoviridae SBMV Il.m.f RARP_ I,
Stelpaviricetes  Patatavirales Potyviridae TEV [ I S2H N O RdRP M
- __TGBI1-3MP__
Hepelivirales Benyviridae BdMoV [ N S HI R e
Bromoviridae, Closteroviridae,
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Virgaviridae ™V R e - I NSTEN I RdRP | NP
- Orthornavirae | Kitrinoviricota
. Alphaflexiviridae.
Iy I . ; -
ymovirates Betaflexiviridae, Tymoviridae TYMV
Tolucaviricetes  Tolivirales Luteoviridae, Tombusviridae ~ TBSV
[Resentoviricetes Reovirales Reoviridae RDV
Duplornaviricota
Chrymoviricetes Ghabrivirales Totiviridae L-A
Riboviria B
Ellioviricetes Bunyavirales ;;ZIPO:;?;?;;‘; Phenuiviridae TSWV
Negarnaviricota | Milneviricetes ~ Serpentoivirales Aspiviridae
Monjiviricetes ~ Mononegaivirales Rhabdoviridae BYSMV
Caulimoviridae, CaMV
L Pararnavirae  Artverviricota  Retraviricetes  Ortervirales Metaviridae, Athila
Pseudoviridae Hopscotch " SASNFROMINT— M=
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