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Rouxiella chamberiensis gen. nov., sp. nov.,
a new Enterobacteriaceae isolated from parenteral nutrition bags
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Supplementary data:

Fig. S1. Neighbour-joining tree based on

rpoB gene sequences. Bootstrap values >50%

(based on 1000 replicates) are given at branching points. GenBank accession numbers are

given in parentheses. The distance scale
nucleotide position.
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Fig. S2. Transmission electron microscopy of Rouxiella chamberiensis
stain. Bar = 0.5 um.
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Table S1. Square table with rrs distances (proportions of nucleotide substitution).
Numerals given in the first line correspond to species listed in the first column.
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Table S2. Square table with MLSA distances (proportions of nucleotide substitution).
Numerals given in the first line correspond to species listed in the first column.
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