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Additional file 6. Table S1 :

Sequence comparisons of T3SS-2 proteins with proteins from from subgroups I-111 of
Rhc T3SS gene clusters. Percentage identities of various T3SS proteins in comparison to the
Pph T3SS-2 proteins. Pph T3SS-2 cluster shares a higher degree of common genes with
T3SS-2 of Rhizobium sp. NGR234 than with Rhc T3SS gene clusters of subgroup 1 or 1l1.

Shading in grayscale is according to percentage identity.



