Additional table Usher – Bonnet - Petit 2011


Additional table S1.  Presumably neutral, isocoding and intronic variants in USH genes

	
	Nucleotide change
	Exon
	Frequency 
in USH alleles (x/108)
	References 

	MYO7A
	
	
	
	

	
	63C>T
	3
	2 
	This study

	
	288G>A
	5
	5 
	This study

	
	510G>A
	6
	3 
	This study

	
	783T>C
	8
	>10 
	[1]

	
	1006-24C>G
	10
	6 
	This study

	
	1343+8G>A
	12
	>10 
	[2]

	
	1343+32C>T
	12
	2 
	[2]

	
	1936-22G>A
	17
	>10 
	[3]

	
	3375+33G>C
	26
	>10 
	[2]

	
	3504+12delGAGGCGGGGACACCAGGGCCTG
	28
	>10 
	This study

	
	3924+12C>T
	30
	>10 
	[2]

	
	4074C>T
	31
	1 
	This study

	
	4323+35G>T
	32
	>10 
	This study

	
	4461C>T
	34
	1 
	This study

	
	4755C>T
	35
	>10 
	This study

	
	5619G>A
	40
	6 
	This study

	
	5715A<G
	41
	>10 
	This study

	
	5743-12T>C
	42
	>10 
	[2]

	
	5857-7A>T
	43
	>10 
	This study

	
	6051+17T>A
	44
	>10 
	[2]

	
	6052-11G>C
	45
	1 
	[4]

	
	6240C>T
	46
	6 
	This study

	
	6318G>A
	46
	>10 
	This study

	
	6353+35G>A
	46
	>10 
	This study

	
	6439-31G>A
	48
	>10 
	[2]

	
	6519C>T
	48
	1
	This study

	
	6558+16G>A
	48
	>10 
	[2]

	
	6558+25A>G
	48
	2 
	[4]

	
	
	
	
	

	USH1C
	
	
	
	

	
	37-45C>G 
	2
	>10 
	[5]

	
	105-16C>T
	3
	>10 
	[6]

	
	249-49insGCGGGG
	4
	>10 
	This study

	
	522-48C>A
	7
	>10 
	This study

	
	580-27G>A
	8
	>10 
	This study

	
	819+10G>C
	10
	1 
	[7]

	
	1085+21C>G
	13
	>10 
	[4]

	
	1086-44A>G
	14
	>10 
	This study

	
	1086-41G>A
	14
	>10 
	This study

	
	1086-12G>A
	14
	6 
	This study

	
	1188A>G
	14
	>10 
	[5]

	
	1321-34C>T
	16
	>10 
	This study

	
	1414-34G>A
	17
	>10 
	[5]

	
	2340C>T
	23
	>10 
	This study

	
	2351-46G>A
	24
	>10 
	This study

	
	2490+12G>C
	24
	>10 
	This study

	
	2548-11T>C
	26
	>10 
	This study

	
	2656-47C>T
	27
	>10 
	[7]

	
	
	
	
	

	PCDH15
	
	
	
	

	
	157+3A>G
	3
	8 
	This study

	
	243G>A
	4
	1 
	This study

	
	319-32T>C
	5
	>10 
	This study

	
	475-3C>T
	6
	1 
	[4]

	
	546A>G
	6
	1 
	[8]

	
	960G>A
	9
	2 
	[1]

	
	1263T>C
	11
	>10 
	This study

	
	1797C>T
	15
	1 
	This study

	
	2220+47T>C
	18
	>10 
	[4]

	
	2221-34G>A
	19
	4 
	[4]

	
	2751+37C>T
	20
	>10 
	[4]

	
	2751+43C>G
	20
	10 
	This study

	
	3010-48G>A
	23
	>10  
	[4]

	
	3717+35T>C
	27
	>10 
	This study

	
	3718-19C>A
	28
	4 
	[4]

	
	3984-20C>T
	30
	>10 
	[4]

	
	4212-20C>T
	32
	1 
	This study

	
	4581C>A
	33
	>10 
	This study

	
	4917C>T
	37
	1
	This study

	
	4950G>A
	37
	1
	This study

	
	
	
	
	

	CDH23
	
	
	
	

	
	-1C>T
	1
	>10 
	[9]

	
	145+26C>T
	2
	2 
	[10]

	
	289-27C>A
	4
	1 
	This study

	
	366T>C
	5
	>10 
	[9]

	
	429+13G>A
	5
	>10 
	[9]

	
	429+18T>C
	5
	1 
	[10]

	
	429+26A>G
	5
	>10 
	[9]

	
	430-23A>C
	6
	1 
	[4]

	
	1038G>A
	10
	1 
	[9]

	
	1053C>T
	10
	4 
	[9]

	
	1089C>T
	10
	1 
	This study

	
	1134+13A>G
	10
	2 
	[9]

	
	1753-43C>T
	16
	>10 
	[10]

	
	2060-38G>T
	19
	>10 
	[10]

	
	2060-19C>G
	19
	>10 
	[10]

	
	2289+9G>A
	20
	1 
	This study

	
	2316T>C
	21
	>10 
	[9]

	
	2388T>C
	21
	>10 
	[9]

	
	2397+26T>C
	21
	>10 
	[9]

	
	2424G>A
	22
	1 
	[10]

	
	3009T>C
	25
	3 
	[9]

	
	3370-29G>A
	28
	9 
	[4]

	
	3370-46T>C
	28
	5 
	[4]

	
	3580-12C>T
	30
	3 
	[9]

	
	4068C>G
	31
	1 
	This study

	
	4299T>A
	34
	1 
	[9]

	
	4488+32C>G
	35
	>10 
	[9]

	
	4488+182 delG
	35
	1 
	This study

	
	4509C>T
	36
	1 
	[10]

	
	4846-49T>C
	38
	>10 
	[9]

	
	5187+44C>G
	39
	3 
	[9]

	
	5503-10A>G
	42
	>10 
	[9]

	
	5503-44T>C
	42
	>10 
	[9]

	
	5544C>T
	42
	1 
	[9]

	
	6852G>C
	49
	1 
	[10]

	
	6990G>T
	49
	1 
	This study

	
	7055-16A>G
	50
	>10 
	[10]

	
	7225-22C>T
	51
	5 
	[10]

	
	7572G>A
	53
	>10 
	[9]

	
	8022G>A
	55
	1 
	This study

	
	8308-3C>T
	58
	1 
	This study

	
	8895C>T
	60
	>10 
	[9]

	
	8980-14C>A
	61
	1 
	[9]

	
	9077+8G>A
	61
	>10 
	[9]

	
	9319+11G>A
	64
	>10 
	[10]

	
	9320-34C>T
	65
	2 
	[10]

	
	9873G>A
	69
	7 
	[9]

	
	
	
	
	

	USH2A
	
	
	
	

	
	486-15C>T
	3
	2 
	This study

	
	504A>G
	3
	>10 
	[11]

	
	1419C>T
	8
	>10 
	[11]

	
	1644+34A>C
	9
	2 
	[12]

	
	2167+17A>G
	12
	1 
	[13]

	
	3157+35G>A
	15
	>10 
	[11]

	
	3811-8T>G
	18
	>10 
	This study

	
	4371G>A
	20
	1 
	[14]

	
	5013C>A
	25
	>10 
	[15]

	
	6633+19A>G
	36
	>10 
	This study

	
	8558+40C>A
	42
	2
	[13]

	
	8681+18A>G
	43
	6 
	[4]

	
	10062G>C
	51
	1 
	This study

	
	10387-27T>C
	53
	>10 
	[4]

	
	11389+9A>T
	58
	2 
	[4]

	
	11946G>A
	61
	>10 
	[16]

	
	12612A>G
	63
	>10
	[17]

	
	12666A>G
	63
	>10 
	[17]

	
	13191G>A
	63
	>10 
	[15]

	
	14643-39A>G
	67
	1 
	This study

	
	15298-24T>C
	71
	3 
	[4]

	
	15519+23G>A
	71
	3 
	This study

	
	
	
	
	

	VLGR1
	
	
	
	

	
	558+11T>A
	5
	>10 
	This study

	
	558+16A>T
	5
	>10 
	This study

	
	1086A>G
	7
	1 
	This study

	
	2241-19G>T
	12
	>10 
	[18]

	
	2367+8C>T
	12
	>10 
	[18]

	
	2734-34C>G
	15
	>10 
	This study

	
	2898-41T>C
	16
	>10 
	This study

	
	3141A>G
	17
	>10 
	This study

	
	3279G>T
	17
	>10 
	This study

	
	4506C>T
	21
	>10 
	This study

	
	5304G>A
	24
	5 
	This study

	
	5524-33T>C
	27
	1 
	This study

	
	5524-36 delT
	27
	>10 
	This study

	
	5665-23T>C
	28
	>10 
	This study

	
	6949-10G>A
	32
	>10 
	This study

	
	7206G>A
	33
	>10 
	This study

	
	7945+6C>T
	33
	2 
	This study

	
	7945+27C>A
	33
	>10 
	This study

	
	8034T>G
	34
	2  
	This study

	
	8538T>G
	37
	>10 
	This study

	
	9213C>T
	43
	1 
	This study

	
	9907-35A>C
	47
	>10 
	This study

	
	9927T>G
	47
	>10 
	This study

	
	10161+26G>T
	48
	>10 
	This study

	
	10769+9A>G
	51
	1 
	This study

	
	10872A>G
	52
	4 
	This study

	
	11472G>A
	55
	1 
	This study

	
	11581-3insC
	56
	>10 
	This study

	
	11682C>T
	56
	>10 
	This study

	
	11874A>T
	57
	1 
	This study

	
	12850-35A>T
	64
	>10 
	This study

	
	12850-31C>T
	64
	4 
	This study

	
	12927G>A
	64
	4 
	This study

	
	13599A>G
	67
	>10 
	This study

	
	13590C>T
	67
	4 
	This study

	
	14649T>C
	71
	1 
	This study

	
	16164A>G
	75
	4 
	This study

	
	16248C>T
	76
	2
	This study

	
	18310-22A>G
	87
	3 
	This study

	
	18609C>A
	88
	>10 
	This study

	
	18625-7T>C
	89
	>10 
	This study

	
	18735G>A
	89
	7 
	This study

	
	
	
	
	

	WHRN
	
	
	
	

	
	117G>A
	1
	>10 
	This study

	
	550-21A>G
	4
	>10 
	This study

	
	1204-127G>T
	6
	1 
	This study

	
	1353T>C
	6
	>10 
	This study

	
	1416+22A>T
	6
	>10 
	This study

	
	1545G>A
	7
	5 
	This study

	
	1627-12G>A
	8
	>10 
	This study

	
	2283C>T
	10
	9 
	This study

	
	2721+40C>G
	12
	1 
	This study

	
	
	
	
	

	USH3A
	
	
	
	

	
	55A>T
	1
	>10 
	[19]


Novel mutations are in bold.
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