Table S4: Summary of genetic diversity parameters for the 31 selected L. pneumophila genes used to establish the phylogeny. 
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uvrB 1989 5 0.933 0.01716 34,1333 34.1333 84

pgk 1188 6 1 0.03013 35,8000 35.8 87

rpoA 990 6 1 0.00902 8,9333 8,9333 22

ffh 1374 6 1 0.01853 25,4667 25,4666 63

serS 1278 6 1 0.01315 16,8000 16.8 43

proS 1707-1767 6 1 0.02183 37,2667 37.2667 94

glyA 1251 5 0.933 0.01577 19,7333 19.7333 50

dnaB 1380 5 0.933 0.01242 17,1333 17.1333 44

pgi 1482-1500 5 0.933 0.02304 33,9333 33.9333 92

lig 2019-2049 6 1 0.01932 39,0000 39 95

cysS 1368 6 1 0.01511 20,6667 20.6667 52

trpS 1212-1215 5 0.933 0.01722 20,8667 20.8667 48

aspD 1779 5 0.933 0.0175 31,1333 31.1333 68

ruvB 954-1029 6 1 0.01258 12,0000 12 29

nrdA 2751-2826 5 0.933 0.01519 41,8000 41.8 95

recA 1044 4 0.8 0.02229 23,2667 23.2667 60

tig 1329-1377 6 0.933 0.01585 21,0667 21.0667 49

lepA 1830 6 1 0.01556 28,4667 28.4667 70

metK 1146 6 1 0.01414 16,2000 16.2 43

dnaJ 1137 6 1 0.01349 15,3333 15.3333 39

argS 1758-1767 6 1 0.0165 29,0000 29 74

eno 1266 6 1 0.02438 30,8667 30.8667 81

ftsZ 1194 6 1 0.0096 11,4667 11.46667 29

uvrC 1854 6 1 0.02024 37,5333 37.5333 87

dnaX 1668 6 1 0.0265 44,2000 44.2 107

recN 1665 6 1 0.03007 50,0667 50.0667 111

metG 1992-2079 6 1 0.01807 36,0000 36 87

rho 1260-1269 5 0.933 0.01069 13,4667 13.4667 33

atpD 1374 6 1 0.0115 15,8000 15.8 42

atpA 1551 6 1 0.01341 20,8000 20.8 57

thdF 1332-1338 6 1 0.01892 25,2000 25.2 67


* Range is based on the size of the genes in the different L. pneumophila strains
