Additional file 4a. References of the African populations compiled in the databases.

Genetic

Country Population S N Reference Code
ystem
Algeria Misc. MT 85 [1] 1
Algeria Misc. Y 100 [2] 2
Angola Cabinda MT 93 [3] 3
Angola Cabinda Y 8 [3] 4
Angola Ganguela MT 17 [4] 5
Angola Ganguela Y 11 [4] 6
Angola Kuvale MT 27 [4] 7
Angola Kuvale Y 24 [4] 8
Angola Misc. MT 82 [5] 9
Angola Misc. Y 27 [4] 10
Angola Nyaneka-Nhkumbi MT 86 [4] 11
Angola Nyaneka-Nkhumbi Y 61 [4] 12
Angola Ovimbudu MT 73 [4] 13
Angola Ovimbudu Y 78 [4] 14
Benin Fon MT 85 [6] 15
Benin Fon MT 82 present study 16
Benin Fon Y 3 [7] 17
Benin Misc. MT 68 present study 18
Benin Misc. Y 78 present study 19
Botswana Misc. MT 54 [8] 20
Botswana Misc. Y 3 [9] 21
Burkina Faso Fulbe MT 2 [10] 22
Burkina Faso Fulbe Y 2 [11] 23
Burkina Faso Mossi Y 6 [11] 24
Burkina Faso Rimaibe Y 6 [11] 25
Cabo Verde North Y 14 [12] 26
Cabo Verde South MT 135 [13] 27
Cameroon Baka Pygmy MT 141 [14] 28



Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon
Cameroon

Baka Pygmy
Bakaka
Bakaka
Bakola Pygmy
Bakola Pygmy
Bamileke
Bamileke
Bamilleke
Bantu

Bantu

Bassa

Bassa

Daba

Daba
Ewondo
Ewondo
Ewondo

Fali

Fali

Fang

Fang

Fulbe
Mandara
Mandara
Misc.
Misc.Adamawa
Misc.Chadic
Ngoumba
Ngoumba
Ngoumba
Ngoumba
Nilo-Saharian
Podokwo

Y
MT

MT

MT

MT
MT

MT

MT

MT
MT

MT

MT

MT

MT

MT
MT

MT

5
36
17

137
22

36
14

39
22
16

25
39

26
20
39

27
31

28
12

47

88

24

33

[15]
[16]
[17]
[14]
[15]
[18]
[7]
[19]
[6]
[7]
[16]
[17]
[16]
[11]
[14]
[19]
[11]
[16]
[11]
[14]
[15]
[11]
[16]
[17]
[10]
[11]
[11]
[20]
[14]
[17]
[15]
[11]
[16]

29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60
61



Cameroon

Cameroon

Cameroon

Cameroon

Cameroon

Cameroon

Cameroon

Cameroon

Canary Islands

Central African Republic
Central African Republic
Central African Republic
Central African Republic
Central African Republic
Central African Republic
Central African Republic
Central African Republic
Central African Republic
Chad

Chad

Chad

Chad

Chad

Chad

Chad

Chad

Chad

Chad

Chad

Chad

Democratic Republic of Congo
Democratic Republic of Congo
Democratic Republic of Congo

Podokwo
Tali

Tali

Tigar

Tupuri
Tupuri
Uldeme
Uldeme
Guanche
Baka Pygmy
Bakola Pygmy
Bantu

Biaka Pygmy
Biaka Pygmy
Lissongo
Misc.

Pygmy
Sanga

Arabs Chad
Arabs Shuwa
Buduma

Fali

Fulani Borgor

Fulani Tcheboua

Hide
Kanembu
Kanuri
Kotoko
Mafa
Masa
Alur
Babinga
Bateke

6
15

35
23
15
25
13
39

88
58
11

10
30
27
38
30
40
49
40
23
50
31
56
32
32

44
50

[17]
[16]
[11]
[14]
[16]
[17]
[16]
[17]
[21]
[17]
[17]
[22]
[14]
[17]
[11]
[18]
[23]
[20]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[24]
[17]
[20]
[20]

62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
77
78
79
80
81
82
83
84
85
86
87
88
89
90
91
92
93
94



Democratic Republic of Congo
Democratic Republic of Congo
Democratic Republic of Congo
Democratic Republic of Congo
Democratic Republic of Congo
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt
Egypt

Egypt
Equatorial Guinea

Equatorial Guinea
Equatorial Guinea
Ethiopia

Ethiopia

Ethiopia

Ethiopia

Ethiopia

Ethiopia

Ethiopia

Ethiopia

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Hema

Mbuti Pygmy
Mbuti Pygmy
Misc.

Nande

Arab

Arab

Arab

Berber Siwa
Copte

Copte

Misc.

Misc.
Misc.Upper Egypt
Nubia

Bubi

Fang

Misc.
Ambhara
Ambharic
Borana

Jew

Misc.

Oromo
Somali

South Semitic
Akele

Ateke
Babongo
Baka Pygmy
Baka-GB
Bakoya
Bekwil

Y
MT

MT

MT
MT

MT
MT
MT
MT

MT
MT
MT
MT

MT
MT
MT
MT
MT
MT
MT
MT

MT
Y

5
59
13
13

83
101
20
78

101
32
19
24
11
54
11
94

251

[17]
[8]
[17]
[8]
[17]
[25]
[26]
[7]
[27]
[25]
[27]
[28]
[17]
[28]
[25]
[29]
[30]
[31]
[32]
[33]
[10]
[11]
[33]
[32]
[10]
[17]
[14]
[14]
[14]
[15]
[14]
[14]
[15]

95
96
97
98
99
100
101
102
103
104
105
106
107
108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123
124
125
126
127
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Gabon
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Gabon
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Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon

Gabon
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Ghana

Ghana

Ghana
Guinea-Bissau
Guinea-Bissau
Guinea-Bissau
Guinea-Bissau
Guinea-Bissau
Guinea-Bissau
Guinea-Bissau
Ivory Coast
Ivory Coast
Ivory Coast

Benga MT
Duma MT
Eshira MT
Eviya MT
Fang MT
Fang Y
Galoa MT
Kota MT
Makina MT
Mitsogo MT
Ndumu MT
Nzebi MT
Obama MT
Obamba Y
Okande Y
Orungu MT
Punu MT
Shake MT
Teke Y
Tsogo Y
Ewe Y
Fante Y
Ga Y
Balanta Y
Bijagos Y
Felupe-Ejamat Y
Fulbe Y
Mandenka Y
Nalu Y
Papel MT
Ahizi MT
Ahizi Y
Yacouba MT

98
93
82
62
66
60
98
109
88
64
75
120
47
47
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110
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[14]
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[15]
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[14]
[14]
[15]
[15]
[17]
[17]
[17]
[34]
[34]
[34]
[34]
[34]
[34]
[34]
present study
present study
present study

128
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130
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134
135
136
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146
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150
151
152
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Ivory Coast
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Kenya
Lybia
Lybia
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Madagascar
Malawi
Malawi
Mali

Mali

Mali

Mali

Yacouba
Bantu
Bantu
Kikuyu
Kikuyu
Kikuyu Kamba
Luo

Masai
Misc.
Sakuye
Somali
Somali
Swahili
Turkana
Turkana
Arab
Tuareg
Antaisaka
Antaisakaa
Antandroy
Antandroya
Antanosy
Antanosya
Merina
Merina
Misc.

Sihanaka Merina Betsileo Bezanozanob

Malawi
Misc.
Bambara
Dogon
Malinke
Songhai

MT

MT
MT

MT
MT
MT
MT
MT
MT
MT

MT

MT

MT

MT
MT

MT
MT
MT
MT
MT

MT
MT
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present study
[6]
[7]
[10]
[10]
[17]
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[35]
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[36]
[37]
[38]
[38]
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[38]
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[23]
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[40]
[17]
[40]
[10]

161
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173
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176
177
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180
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184
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191
192
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Mali
Mauritania
Mauritania
Mauritania
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Morocco
Mozambique
Mozambique
Namibia
Namibia
Namibia
Namibia
Namibia
Namibia
Namibia
Namibia
Niger
Niger
Niger
Niger
Niger
Niger
Niger

Tuareg

Arab

Maure

Misc.

Arab

Arab

Arab Figuig
Berber
Berber
Berber
Berber Bouhria
Berber Figuig
Berber Asni
Harattine
Misc.
Saharian
Misc.

Misc.

IKung Sekele
Ambo

Dama

Herero

Misc.

Nama
Ovambo
Tsumkwe San
Fulbe

Hausa
Kanuri
Songhai
Songhai
Tuareg
Tuareg

46
59

92
52
130

70
124
53
21
38
19
187
144

[10]
[26]
[41]
[42]
[43]
[11]
[27]
[43]
[42]
[11]
Coudray unpublished
[27]
Coudray unpublished
[27]
[42]
[42]
[44]
[45]
[17]
[17]
[17]
[17]
[18]
[17]
[46]
[17]
[10]
[10]
[10]
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[47]
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201
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Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Reéunion Island
Réunion Island
Reéunion Island
Réunion Island
Rwanda
Rwanda
Rwanda

Sao Tome

Sao Tome

Sao Tome

Sao Tome
Senegal
Senegal
Senegal
Senegal
Senegal
Senegal
Senegal
Senegal
Senegal
Senegal

Effik
Fulbe
Fulbe
Hausa
Hausa
Kanuri
Kanuri
Misc.
Yoruba
Yoruba
Yoruba
Yoruba
Malbar
Misc.
Misc.
Zarab
Hutu
Hutu
Tutsi
Agolares
Forros
Misc.
Tongas
Bainouk
Balante
Bambara
Diola
Lebou
Malinke
Mandenka
Mandenka
Manyake
Maure

MT
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[10]
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[48]
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[8]
[49]
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[17]
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[42]

227
228
229
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256
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Senegal
Senegal
Senegal
Senegal
Senegal
Senegal
Sierra Leone
Sierra Leone
Sierra Leone
Sierra Leone
Sierra Leone
Somalia
Somalia
Soqotra
Soqotra
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
South Africa
Sudan

Mbaouin
Misc.
Misc.
Peul
Sarakhole
Serer
Serrer
Soce
Soninke
Tukulor
Wolof
Wolof
Limba
Loko
Mende
Misc.
Temne
Misc.Danish
Somali
Misc.
Misc.
IKung
IXunKhwe
Bantu
Khoisan
Khwe
Khwe
Kung
Misc.
Sotho-Tswana
Xhosa
Zulu
Arakien

MT
MT

MT
MT
MT
MT
MT
MT
MT
MT

MT
MT
MT
MT
MT

MT
MT
MT

MT
MT
MT
MT

MT
MT
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Tanzania
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Tanzania
Tanzania
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Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania

Beja
Borgu
Copte
Dinka
Dinka
Fulani
Fur
Gaalien
Hausa
Masalit
Meseria
Nuba
Nubia
Nubia
Nubian
Nuer
Nuer
Shilluk
Shilluk
Biaka
Burunge
Burunge
Datog
Datog
Datoga
Datoga
Hadza
Hadza
Hadzabe
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Tanzania
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Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tanzania
Tunisia
Tunisia
Tunisia
Tunisia
Tunisia
Uganda
Uganda
Zimbabwe
Zimbabwe
Zimbabwe

Mbugwe
San
Sandawe
Sandawe
Sukuma
Sukuma
Turu

Turu
WaFiome
Wairak
Yoruba
Misc.
Berber Sejenane
Berber Takrouna
Misc.
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Ganda
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Shona
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38
4

[59]
[59]
[59]
[59]
[59]
[59]
[59]
[59]
[59]
[7]
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[65]
[66]
[66]
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Additional file 4b. References of the African American populations compiled in the database

Genetic

Country Population S % Reference Code
ystem
Argentina Center MT - [70] 347
Argentina Cordoba Y - [71] 348
Argentina Humahuaca MT - [72] 349
Argentina Humahuaca Y - [72] 350
Argentina La Plata Y - [73] 351
Argentina North MT - [70] 352
Argentina San Salvador MT - [72] 353
Argentina San Salvador Y - [72] 354
Argentina South MT - [70] 355
Belize Garifuna MT - [74] 356
Brazil Rio das Ras Y - [75] 357
Brazil Alagoas MT - [76] 358
Brazil Bara Y - [77] 359
Brazil Belém General urban MT - [77] 360
Brazil Belém General urban Y - [78] 361
Brazil Cajueiro MT - [79] 362
Brazil Cameta MT - [80] 363
Brazil Cameta MT - [79] 364
Brazil Cameta Y - [80] 365
Brazil Curiau MT - [81] 366
Brazil Curiau Y - [81] 367
Brazil Kalunga Y - [75] 368
Brazil Marajo MT - [82] 369
Brazil Mazagao MT - [82] 370
Brazil Middle and upper-middle class, mainly whites MT - [83] 371
Brazil Middle and upper-middle class, mainly whites Y - [84] 372
Brazil Misc. MT - [85] 373
Brazil Misc. Y - [77] 374
Brazil Misc. Y - [83] 375



Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Brazil
Chile
Chile
Chile
Chile

Mocambo

Paredao

Paredao
Pitimandeua
PortoAlegre
PortoAlegre
PortoAlegre

Riacho de Sacutiaba
Ribaero Preto
RibeiraoPreto
RibeiraoPreto
RibeiraoPreto
RioDeJaneiro
RioDeJaneiro
RioDeJaneiro
Salvador

Salvador

Santarem

Sao Gonzalo

Sao Paulo

Sao Paulo

Sao Paulo Black
Sao Paulo Black
SaoPaulo

SaoPaulo

Tamauari
Trombetas
Trombetas
Trombetas
Santiago High Status
Santiago High Status
Santiago Low Status
Santiago Low Status

[75]
[80]
[80]
[82]
[86]
[80]
[86]
[75]
[77]
[80]
[79]
[80]
[86]
[86]
[79]
[80]
[77]
[87]
[77]
Dornelas unpublished
[88]
[89]
[89]
[89]
[89]
[82]
[80]
[82]
[80]
[90]
[91]
[90]
[91]

376
377
378
379
380
381
382
383
384
385
386
387
388
389
390
391
392
393
394
395
396
397
398
399
400
401
402
403
404
405
406
407
408



Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Colombia
Costa Rica
Cuba center
Cuba center
Cuba East
Cuba East
Cuba West
Cuba West

Dominican Republic

Dominica
Dominica
Ecuador

El Salvador

El Salvador

El Salvador
French Guiana
French Guiana
Grenada
Grenada
Honduras
Honduras

Afro

Afro
Afro-Colombian
Choco
Medellin General urban
Mestizo
Misc.
Mulattos
Nuqui
Providencia
Quibdod

San Basilio
Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

General urban
Misc.

Misc.
African American
Metropolitan
Rural

Rural

Noir Marron
Noir Marron
Misc.

Misc.
Garifuna
Misc.

MT

MT
MT
MT
MT
MT
MT
MT
MT
MT

MT

MT

MT

MT
MT

MT

MT

MT

MT

[92]
[93]
[94]
[92]
[95]
[96]
[93]
[92]
[96]
[96]
[96]
[96]
[97]
[95]
[98]
[98]
[98]
[98]
[98]
[98]
[99]
[100]
[100]
[101]
[102]
[103]
[102]
present study
present study
[100]
[100]
[104]
[105]

409
410
411
412
413
414
415
416
417
418
419
420
421
422
423
424
425
426
427
428
429
430
431
432
433
434
435
436
437
438
439
440
441



Jamaica
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Mexico
Peru
Peru
Puerto Rico
St. Kitts
St. Kitts
St. Lucia
St. Lucia
St. Vincent
St. Vincent
Trinidad
Trinidad
Uruguay
Uruguay
Uruguay
Uruguay
Uruguay

Misc.

Huichol
Mestizos
Mestizos GD
Mestizos SD
Mixe

Mixtecs
Mixtecs
Nahua
Nahuas
North-Central General urban
Pure”pecha
Tarahumara
Tlapanecs
Tzotzil
Western Mestizos
Zapotecs
Misc.

Misc.

General urban
Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

Misc.

Cerro Largo
Melo

Melo
Tacaurembo
Tacaurembd Low status
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[100]
[106]
[106]
[107]
[107]
[106]
[107]
[106]
[106]
[107]
[108]
[106]
[106]
[107]
[106]
[106]
[106]
[109]
[109]
[110]
[100]
[100]
[100]
[100]
[100]
[100]
[100]
[100]
[111]
[112]
[112]
[107]
[107]

442
443
444
445
446
447
448
449
450
451
452
453
454
455
456
457
458
459
460
461
462
463
464
465
466
467
468
469
470
471
472
473
474



Uruguay Tacaurembo Low status Y - [107] 475
USA Arizona Mesa Y - [113] 476
USA Arizona Phoenix Y - [113] 477
USA Baltimore MT - [9] 478
USA Baltimore Y - [9] 479
USA California MT - [114] 480
USA Chicago MT - [9] 481
USA Chicago Y - [9] 482
USA Connecticut Y - [113] 483
USA Florida MT - [115] 484
USA Florida Y - [113] 485
USA Florida Y - [114] 486
USA Gullah MT - [116] 487
USA Gullah Y - [116] 488
USA Gullah/Geechee MT - [40] 489
USA Ilinois MT - [114] 490
USA Ilinois Y - [114] 491
USA Indiana Y - [114] 492
USA Louisiana MT - [114] 493
USA Louisiana Y - [114] 494
USA Maryland MT - [114] 495
USA Maryland Y - [114] 496
USA MidWest MT - [115] 497
USA Misc. MT - [117] 498
USA Missouri MT - [114] 499
USA Missouri Y - [114] 500
USA New York MT - [115] 501
USA New York Y - [113] 502
USA North Carolina MT - [9] 503
USA North Carolina Y - [113] 504
USA North Carolina Y - [9] 505
USA NYC Y - [114] 506
USA Ohio Y - [113] 507



USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
USA
Venezuela
Venezuela
Venezuela
Venezuela
Venezuela
Venezuela
Venezuela
Venezuela

Oregon
Oregon
Pennsylvania
Pennsylvania
Pittsburgh
Pittsburgh

South Carolina Columbia
South Carolina Columbia
South Carolina Low Country

South Dakota

Texas

Texas

Vermont

Virgiana

Virgiana

Virginia

Washington

Caracas Private clinic
Caracas Private clinic
Caracas Public clinic
Caracas Public clinic
Curiepe

Curiepe

Panaquire

Panaquire

[114]
[114]
[114]
[114]
[9]
9]
[116]
[116]
[116]
[113]
[114]
[114]
[113]
[114]
[114]
[113]
[114]
[118]
[118]
[118]
[118]
[80]
[80]
[80]
[80]
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